Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.007 Å; R factor = 0.057; wR factor = 0.131; data-to-parameter ratio = 16.0.
Related literature
For the biological properties of Schiff base-metal complexes, see: Cozzi (2004) . For metallobiomolecules, see: Singh et al. (2007) . For metal ions bonded to biologically active compounds, see: Canpolat & Kaya (2004) ; Yildiz et al. (2004) . For a related structure, see: Shen et al. (1997) .
Experimental
Crystal data [Cu(C 17 H 14 N 2 O 3 )(C 5 H 5 N)] M r = 436.94 Orthorhombic, C222 1 a = 7.7096 (8) Å b = 22.906 (2) Å c = 20.983 (2) Å V = 3705.6 (7) Å 3 Z = 8 Mo K radiation = 1.21 mm À1 T = 298 K 0.28 Â 0.20 Â 0.20 mm
Data collection
Bruker SMART APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.728, T max = 0.794 13526 measured reflections 4034 independent reflections 3340 reflections with I > 2(I) R int = 0.050 Refinement R[F 2 > 2(F 2 )] = 0.057 wR(F 2 ) = 0.131 S = 1.08 4034 reflections 252 parameters H-atom parameters constrained Á max = 0.45 e Å À3 Á min = À0.56 e Å À3 Absolute structure: Flack (1983), 1761 Friedel pairs Flack parameter: 0.08 (3) Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2003); cell refinement: SAINT (Bruker, 2003); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. This work was supported by the Natural Science Foundation of Anhui Provincial Education Commission (No. KJ2009A047Z) sites of numerous metallobiomolecules (Singh, et al., 2007) . They serve as models for biological important species and find applications in biomimetic catalytic reactions. Chelating ligands containing N and O donor atoms show broad biological activity and are of special interest because of the variety of ways in which they are bonded to metal ions. It is known that the existence of metal ions bonded to biologically active compounds may enhance their activities (Canpolat, et al., 2004; Yildiz, et al., 2004) . Therefore, it is an important study to design and synthesis of new multidentate ligands cotaining N and O atoms and apply to synthesize complexes.
The asymmetric unit is composed of one mononuclear complex, (Fig.1 ). The central Cu II atom exhibits a distorted square-plannar coordination geometry, defined by two O atoms, one N atom from the ligand molecule and one N atom of the pyridine molecule with Cu-N distances of 1.874 (4) and 1.963 (4) Å while Cu-O distances are 1.857 (3) and 1.890 (3) Å respectively. The Cu-N and Cu-O distances are comparable to those found in other crystallographically characterized Cu II complex (Shen, et al. 1997) . The crystal structure of the title compound is stabilized by one intramolecular O-H···N interactions with average H···N distances 1.78Å and O-H···N angle 146.3°.
Experimental
All reagents and solvents were used as obtained commercially without further purification. CuCl 2 .2H 2 O (0.170 mg, 0.1 mmol) was dissolved in 6 ml deionized water, giving a transparent solution, and 1 mL pyridine solution dissolved with L (28.2 mg, 0.1 mmol) was dropwised for 0.5 h. After stirring for 8 h, the solution was filtered. Black single crystals of the title compound were obtained from the filtrate after 3 weeks. Analysis calculated (%): C, 60.47; H, 4.38; N, 9.62%; Found: C, 60.15; H, 4.59; N, 9.49% .
Refinement
H atoms bonded to C atoms were placed geometrically and treated as riding, with C-H distances 0.93-0.96Å and U iso (H) = 1.2U eq (C) for the CH while U iso (H) = 1.5U eq (C) for the CH 3 groups. The hydroxyl H atoms were located from difference maps and refined with the O-H distances restrained to 0.82 Å and U iso (H) = 1.5U eq (O). [2-Hydroxy-N'-(4-oxo-4-phenylbutan-2-ylidene)benzohydrazidato(2-)]pyridinecopper(II) Crystal data [Cu(C 17 
Special details
Geometry Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cu1 0.26164 (7) 0.56424 (2) 0.75389 (2) 0.03955 (17) 
Geometric parameters (Å, °)
Cu1-O3 1.857 (3) C11-H11A 0.9300 Cu1-N2 1.874 (4) C12-C13 1.3900 Cu1-O2 1.890 (3) C12-H12A 0.9300 Cu1-N3 1.963 (4) C13-H13A 0.9300 C1-C2 1.357 (7) C14-O3 1.276 (5) C1-C6 1.373 (7) C14-C15 1.328 (7) C1-C7 1.457 (7) C15-C16 1.394 (7) C2-C3 1.355 (7) C15-H15 0.9300 C2-H2 0.9300 C16-N2 1.278 (6) C3-C4 1.369 (9) C16-C17 1.462 (7) C3-H3 0.9300 C17-H17A 0.9600 C4-C5 1.327 (8) C17-H17B 0.9600 C4-H4 0.9300 C17-H17C 0.9600 C5-C6 1.367 (7) C18-N3 1.300 (6) C5-H5 0.9300 C18-C19 1.332 (8) C6-O1 1.314 (6) C18-H18 0.9300 C7-O2 1.247 (5) C19-C20 1.323 (8) C7-N1 1.291 (6) C19-H19 0.9300 C8-C9 1.3900 C20-C21 1.335 (9) C8-C13 1.3900 C20-H20 0.9300 C8-C14 1.453 (5) C21-C22 1.356 (7) C9-C10 1.3900 C21-H21 0.9300 C9-H9A 0.9300 C22-N3 1.300 (6) C10-C11 1.3900 C22-H22 0.9300 C10-H10A 0.9300 N1-N2 1.355 (5) C11-C12 1.3900 O1-H1 0.8200
